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Peer-reviewed publications

Genetics and genomics (∗ corresponding author)
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8. Yang Z, Long N, Wang Y, Zhou X, Liu Y and Sun L (2016) A great volcanic eruption around AD 1300 recorded
in lacustrine sediment from Dongdao Island, South China Sea. Journal of Earth and System Science, 126:7

7. Huang T, Sun L, Long N, Wang Y and Huang W (2013) Penguin tissue as a proxy for relative krill abundance in
East Antarctica during the Holocene. Scientific Reports, 3:2807.

6. He X, Sun L, Xie Z, Huang W, Long N, Li Z and Xing G (2012) Sea ice in the Arctic Ocean: Role of shielding and
consumption of methane. Atmospheric Environment, 67:8-13.

5. Jia N, Sun L, He X, You K, Zhou X and Long N (2012) Distributions and impact factors of antimony in topsoils
and moss in Ny-Ålesund, Arctic. Environmental Pollution, 171:72-77.

4. Yuan L, Sun L, Wei G, Long N, Xie Z and Wang Y (2011) 9,400 yr BP: the mortality of mollusk shell (Mya trun-
cata) at high Arctic is associated with a sudden cooling event. Environmental Earth Sciences, 63(6):1385-1393.

3. Yuan L, Sun L, Long N, Xie Z, Wang Y and Liu X (2010) Seabirds colonized Ny-Ålesund, Svalbard, Arctic ∼ 9,400
years ago. Polar Biology, 33(5):683-691.
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2. Li Y, Li W, Pan Y, Lu Y, Long N, Tao X and Yu H (2009) Rosette-forming Glioneuronal Tumour of the Fourth
Ventricle with Previous Intratumoural Haemorrhage: Case Report and Review of the Literature. Journal of
International Medical Research, 37(3):958-966.

1. Xie Z, Sun L, Long N, Zhang L, Kang S, Wu Z, Huang Y and Ju X (2003) Analysis of the distribution of chemical
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